[Evaluation of great gene variations in methicillin-resistant Staphylococcus aureus--controlled study in 363 strains from 192 patients].
We tested a hypothesis that major gene variations of methicillin-resistant Staphylococcus aureus (MRSA) are detectable in a single patient. We isolated 363 strains of MRSA in 192 patients diagnosed as having MRSA infection in Yamagata University Hospital. By an established pulsed-field gel electrophoresis method, all strains were analysed by Sma I macrorestriction patterns of genomic DNA. A total of 54 different electrophoresis was observed, (8 major types each of which has 5-8 subtypes). Two or more strains could be isolated in 68 patients. Out of these patients 2-4 different gene variations were detected in a single patient. Our results suggest that gene variations can be detectable in a single patient and that caution should be paid for diagnosis of MRSA cross infection.